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VED 



ijtit- trror3 uonuviuu i"« ■ -~ ~j \J 2 x /"> .^1 

□ ChargedaLle^non-ASCUoASCC/VT-^. TECH CENTER 1600J2900 

f— | Changed the margins in caseTwnere Iho sequence loxl *J ^ft^s" 10 lh0 nox1 "* _L 
I 1 Edited a lomial error in Ihe Cunenl Application Dala section, specifically: f s*\ I ( 



□ 



I 1 Ed ited the Current Application Data section with the acluaJ current number. The number inputted by the 

L " applicant was □ the prior application data; or □ other • 

I I Added the mandatory heading and subheadings for "Current Application Data". * 

I — I Edited the 'Number of Sequences" field. The applicant spelled out a number instead of using an integer. 

[ — 1 Changed the spelling of a mandatory lield (the headings or subheadings), specially: 

i/T l. : " V 

( [ Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

f— ] Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

I 1 Corrected subheading placement. All responses must bo on the same line as each subheading. If the 

1 1 applicant placed a response below the subheading, this was moved to its appropnate place. 

j j Inserted colons after headings/subheadings. Headings edited included: 



Deleted extra, invalid, headings used by an applicant, specifically: 



I — I Deleted: □ non-ASCII "garbage" at the beginning/end of files; □ secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text, such as • 



[ I Inserted mandatory headings, specifically: 

[ I Corrected an obvious error in the response, specifically: 



Edited identifiers where upper case is used but lower case is required, or vice versa. 



I j Conected an erV in the Number of Sequences field, specifically: 



I j ^ a "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

Deleted ending stqp codon in ari^o acid' sequences and adjusted the "(A^ength:" field accordingly (error 
due to a Patentln bug). Sequences cbrrected: _ .» 




•Examiner: The^abo've corrections must be communicated to the applicant in tho first Office 
Action. 'DO NOT send a copy of this form. 
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SEQUENCE LISTING 

1 (1) GENERAL INFORMATION: 



2 (i) APPLICANT: Lemischka, Ihor R. 

3 (ii) TITLE OF INVENTION: METHOD FOR ISOLATING CELLS EXPRESSING 

4 FLK-2 RECEPTORS AND ISOLATED POPULATIONS 

5 OF CELLS THAT EXPRESS FLK-2 RECEPTORS 

6 (iii) NUMBER OF SEQUENCES: 11 

7 (iv) CORRESPONDENCE ADDRESS: 

8 (A) ADDRESSEE: Kenyon & Kenyon 

9 (B) STREET: One Broadway 

10 (C) CITY: New York 

11 (D) STATE: New York 

12 (E) COUNTRY: U.S.A. 

13 (F) ZIP: 10004 

14 (v) COMPUTER READABLE FORM: 

15 (A) MEDIUM TYPE: Floppy disk 

16 (B) COMPUTER: IBM PC compatible 

17 (C) OPERATING SYSTEM: PC-DOS/MS-DOS 

18 (D) SOFTWARE: Patentln Release #1.0, Version #1.25 

19 (vi) CURRENT APPLICATION DATA: 

C — > 20 (A) APPLICATION NUMBER: US/09/919 , 408A 

C — > 21 (B) FILING DATE: 31-Jul-2001 

22 (vii) PRIOR APPLICATION DATA: 

W — > 23 (A) APPLICATION NUMBER: US 09/208,786 

24 (B) FILING DATE: 10-DEC-1998 

W — > 25 (A) APPLICATION NUMBER: US 09/021,324 

26 (B) FILING DATE: 10-FEB-1998 

W — > 27 (A) APPLICATION NUMBER: US 08/601,891 

28 (B) FILING DATE: 15-FEB-1996 

W — > 29 (A) APPLICATION NUMBER: US 08/252,498 

30 (B) FILING DATE: 31-OCT-1994 

W — > 31 (A) APPLICATION NUMBER: US 08/055,269 

32 (B) FILING DATE: 30-APR-1993 

W — > 33 (A) APPLICATION NUMBER: US 07/977,451 

34 (B) FILING DATE: 19-NOV-1992 

W — > 35 (A) APPLICATION NUMBER: US 07/975,049 

36 (B) FILING DATE: 12-NOV-1992 

W — > 37 (A) APPLICATION NUMBER: 07/906,397 

38 (B) FILING DATE: 26-JUN-1992 

W — > 39 (A) APPLICATION NUMBER: 07/813,593 

40 (B) FILING DATE: 24-DEC-1991 

W — > 41 (A) APPLICATION NUMBER: 07/793,065 

42 (B) FILING DATE: 15-NOV-1991 



file://C:\CRF4\Outhold\VsrI9 1 9408A.htm 



5/28/03 



Page 2 of 8 



RAW SEQUENCE LISTING DATE: 05/28/2003 

PATENT APPLICATION: US/09/919 , 408A TIME: 11:31:13 

Input Set : N:\Crf4\05272003\I919408A.raw 
Output Set: N:\CRF4\05282003\I919408A.raw 



W — > 43 (A) APPLICATION NUMBER: 07/728,913 

44 (B) FILING DATE: 28-JUN-1991 

W — > 45 (A) APPLICATION NUMBER: 07/679,666 

46 (B) FILING DATE: 02-APR-1991 

47 (viii) ATTORNEY/AGENT INFORMATION: 

48 (A) NAME: Wieckowski, Elizabeth M. 

49 (B) REGISTRATION NUMBER: 42,226 

50 (C) REFERENCE/DOCKET NUMBER: 11245/46115 

51 (ix) TELECOMMUNICATION INFORMATION: 

52 (A) TELEPHONE: 212-425-7200 

53 (B) TELEFAX: 212-425-5288 

54 (2) INFORMATION FOR SEQ ID NO: 1: 

55 (i) SEQUENCE CHARACTERISTICS: 

56 (A) LENGTH: 3453 base pairs 

57 (B) TYPE: nucleic acid 

58 (C) STRANDEDNESS: double 

59 (D) TOPOLOGY: linear 

60 (ii) MOLECULE TYPE: cDNA 

61 (iii) HYPOTHETICAL: NO 

62 (iv) ANTI-SENSE: NO 

63 (v) FRAGMENT TYPE: N-terminal 

64 (ix) FEATURE: 

65 (A) NAME /KEY : mat_peptide 

66 (B) LOCATION: 112.. 3006 

67 (ix) FEATURE: 

68 (A) NAME/KEY: sig_peptide 

69 (B) LOCATION: 31.. Ill 

70 (ix) FEATURE: 

71 (A) NAME/KEY: CDS 

72 (B) LOCATION: 31.. 3009 

73 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

74 GCGGCCTGGC TACCGCGCGC TCCGGAGGCC ATG CGG GCG TTG GCG CAG CGC AGC 54 

75 Met Arg Ala Leu Ala Gin Arg Ser 

76 -27 -25 -20 

77 GAC CGG CGG CTG CTG CTG CTT GTT GTT TTG TCA GTA ATG ATT CTT GAG 102 

78 Asp Arg Arg Leu Leu Leu Leu Val Val Leu Ser Val Met lie Leu Glu 

79 " -15 -10 -5 

80 ACC GTT ACA AAC CAA GAC CTG CCT GTG ATC AAG TGT GTT TTA ATC AGT 150 

81 Thr Val Thr Asn Gin Asp Leu Pro Val lie Lys Cys Val Leu lie Ser 

82 15 10 

83 CAT GAG AAC AAT GGC TCA TCA GCG GGA AAG CCA TCA TCG TAC CGA ATG 198 

84 His Glu Asn Asn Gly Ser Ser Ala Gly Lys Pro Ser Ser Tyr Arg Met 

85 15 20 25 

86 GTG CGA GGA TCC CCA GAA GAC CTC CAG TGT ACC CCG AGG CGC CAG AGT 24 6 

87 Val Arg Gly Ser Pro Glu Asp Leu Gin Cys Thr Pro Arg Arg Gin Ser 

88 30 35 40 45 

89 GAA GGG ACG GTA TAT GAA GCG GCC ACC GTG GAG GTG GCC GAG TCT GGG 294 

90 Glu Gly Thr Val Tyr Glu Ala Ala Thr Val Glu Val Ala Glu Ser Gly 

91 50 55 60 
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